Rapp Polymere. All other reagents and solvents for peptide synthesis and purification were purchased from Fisher Scientific and used as received. Annexin-V-FLUOS was provided by Roche (Germany). Fluo-3/AM was supplied by Invitrogen (USA). 2',7'-dichlorofluorescin diacetate (DCFH-DA) was purchased from Beyotime (China). Fetal bovine serum (FBS) was purchased from Gibco (AU). Penicillin-Streptomycin and LGlutamine were provided by Gibco (USA).
CD spectroscopy. MDPs were dissolved and diluted in Tris buffer (pH 7.4, 20 mM) to reach a final concentration of 100 µM for CD measurements (Jasco-J715 spectrometer).
Samples were loaded in a 1 mm cuvette and the data were collected from 250 nm to 190 nm at room temperature with a scan rate of 100 nm/min, a response time of 2 sec and a bandwidth of 1 nm. Final spectra were an average of three scans. Ellipticity measured in mDeg was converted to molar residual ellipticity via the formula θ=(mDeg*1000)/(c*n*l), where c is the concentration of the peptide solution expressed in mM, n is the number of amino acids in the peptide sequence and l is the path length of the cell used in mm. Temperature dependent CD experiment was performed by monitoring the ellipticity at 205 nm from 5 °C to 95 °C with a heating rate of 0.5 °C/min.
The transition temperature was determined by applying first derivative function on the melting curve.
Negatively stained TEM. MDPs were dissolved and diluted in Tris buffer (pH=7.4, 20 mM) to reach a final concentration of 100 µM. 10 µl peptide solution was dropped onto a holey carbon grid (TED PELLA 01824). After 1 min, the excess solution was carefully removed with filter paper and the sample was stained by adding 10 µl of 2 wt% uranyl acetate solution for 1 min. The excess staining solution was removed with filter paper and the TEM sample was allowed to dry for overnight before imaging on a JEOL 2010 highresolution transmission electron microscope.
SAXS Characterization.
The SAXS experiments were performed using the automated BM29 bioSAXS beamline at the ESRF, Grenoble, France. Technical details were referred to the established literature protocol.
1 The data were obtained using an energy of 12.5 keV and a detector distance 2.87 m covering a Q-range (Q=4π sin (θ/2)/λ, λ is the wavelength, θ is the scattering angle) of about 0.0047 Å -1 < Q < 0.5 Å -1 . The data were calibrated to absolute intensity scale using water as a primary standard. The data were analysed using the Indirect Fourier transform (IFT) 2 routine implemented in the data program GNOM in the ATSAS package. 3 This model-independent approach allows the pair distribution function, p(r), describing the correlation between pairs of scattering points to be determined.
Erythrocyte preparation. All human subjects involved in the study were approved Figure S1 . (a) HPLC and MALDI spectra of purified W362 Figure S1 . (b) HPLC and MALDI spectra of purified 3W62 Figure S1 . (c) HPLC and MALDI spectra of purified P-W362 Figure S1 . (d) HPLC and MALDI spectra of purified P-3W62.
! ! Figure S2 . Melting curves of 3W62 (top) and P-3W62 (bottom) to qualitatively compare the supramolecular stability of β-sheet nanofibers. Black circle: experimental data by monitoring the ellipticity at 205 nm as a function of temperature. Solid red curve: fitted data. Dashed red curve: first derivative function to determine Tm. Tm (3W62) = 67 °C. Tm (P-3W62) = 65 °C.
